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Table 1 shRNA sequences targeting different sites in WSSV genome

shRNA J¥ %1 Sequence HUELH Target gene
RRO GGACCAACAAAC- T A TR I T it
’ CCAAGAA Ribonucleotide reductase

Rrl  GACGGTCCATGAT- W % TR 3 D
GTGAGA Ribonucleotide reductase

DP1 GGCTCATGAAACT- DNA % 4 [
GCCTAT DNA polymerase

ppy  GACACTCTATTGC- DNA R & i
CACAGA DNA polymerase

PK1 GGCAATTGCTGCT- & I
TCTTGA Protein kinase

T 90 L (e LR Al b . R % 3833 99 28 4%
ST T4 2H L 4 Y X IR A O N A — L A S
shRNA 50 pL/H (25 pg),4 h J5 T 6 L v 5
WSSV JBYL g 50 pL/H 5 B[Rl B, BH 2% X B4 43
B4 HIES 50 wl 0.01 mol/L PBS(pH 7. 4) I 50
pl WSSV G 3, 1 B M X B84 2 Wk ¥ 4 50
pL/ 5 0.01 mol/L PBS(pH 7. 4), X #F 7% 58 /K i
FEWIAE 27~28 °C, B RH#K 1/2,24 h R A
1.4 RNAI 1 WSSV %5 4 47

DXTERFE T W 2% . ST R R AL % 5 4> shR-
NA(RR9.RR1,DP1,DP2 fil PK1) F# 4.1 4
PEXTRZH (W) L DL Je 1 ASBI PR B (2D, 4 9 B
XPHE  FE A1, 37 B S0t RNAL S0, &R WEE
4 W B s R B0 T RN A BT G R L 9] SR AE T8, OF B
PL WSSV F¢ 5 PCR 51 96 I B 1 X%F 0, 5 22 W 52
7TdIRImEL 3K,

2)PCR Kl WSSV, XFUFRAL 5> L 5 4 shR-
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Je B REHL R 2 4 H AR B B DNA %%
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HEXHUR 18S rDNA K i Br. 7 ) BE 1 43 0l ok
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G UL 4 58 3 bR R B, RO 4l 94 °C
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Fig.1 The mortality of WSSV-infected L .

vannamei shrimp in every group
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M. Marker; 1~ 7. W, DP2, RR1,RR9,DP1,PK1 1 Z 4 The
group of W.DP2,RR1.RR9.DP1.PK1 and Z; Al. % 4 X #F 5 4
WSSV & %t it The average quantity of WSSV carried by the
shrimp in every group; A2. 441 %F IFF 14 18S rDNA # 45 it (N
Fr) The average quantity of 18S rDNA in shrimp in the same
group (internal control) ; B1.B2. 43l 4 5 & i 5 (19 45 51 Results
of the repeated trial.

2 AEALIEAITURE R WSSV B EH RS E
Fig.2 Relative quantity of WSSV carried by the
L . vannamei shrimp in different groups
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WSSV {358, e T WSSV X X 3 i 24 i, B i
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Abstract

Five shRNAs targeting different sites in white spot syndrome virus (WSSV) genome,re-

spectively designated as RR9, RR1, DP1, DP2 and PKI1, were designed and constructed. Followed by

WSSV infection,each of which was introduced into Litopenaeus vannamei shrimp by injection. The re-

sult demonstrated that both the proliferation of WSSV in vivo and the shrimp mortality were decreased

in different degrees in all of the shRNAs-treated groups. Based on the analysis,the RR9 targeting WSSV

ribonucleotide reductase gene had the best protective effect against WSSV, which would be used for a
further research on anti-WSSV by RNA.I.
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