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Fig.1 Callus induction (A.B) of Yangmai 158, Agrobacterium-mediated transformation (C) and plant regeneration (D—F)
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Table 1 Comparison of callus induction, regeneration and transformation efficiency of different wheat genotypes %
N2 B PR B 7SR RHR SR AR

Wheat genotype Callus induction efficiency Germination efficiency Regeneration efficiency Transformation efficiency

%7 158 Yangmai 158 99.73 15.49 30. 94 2.33

1£3 13 Huamai 13 95.78 27.99 11.49 0. 44
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Table 2 Comparison of transformation efficiency of Yangmai 158 calli precultured for different days

AT IR R AL/ d e Ak i % AR PCR AP 1 £ AL/ %
Callus preculture days No. of transformed calli  No. of regenerated plants  No. of positive PCR plants Transformation efficiency
3 606 31 5 0.83
10 359 44 7 1.95
20 483 48 12 2.48
30 320 122 5 1.56
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Abstract

To develop an efficient transformation system for wheat mediated by Agrobacterium tu-

mefaciens ,comparative analyses of callus induction,regeneration and transformation efficiency were car-

ried out by using different elite wheat cultivars and different culture and induction conditions. The re-

sults indicated that two wheat elite cultivars, Yangmai 158 and Huamail3,showed no difference in callus

induction, but Yangmai 158 formed more embryogenic calli and had a higher efficiency of regeneration

and transformation. Yangmai 158 is a good wheat genotype used for Agrobacterium-mediated transfor-

mation. Furthermore, different pre-culture duration times were compared and the results showed that 20

days for the pre-culture gave rise to the highest transformation efficiency. With the method established in

this study,transgenic T, and T, wheat lines were generated and identified by PCR analysis. These results

provide useful information for Agrobacterium-mediated transformation of elite wheat cultivars.
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