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Table 1  Physiological and biochemical characteristics of isolate F6
WiH 45 iH ERE
Experment Result Experment Result 2000bp
1000 bp
A% O/F it
Glucose - O/F test +
i L | e B
Fructose Benzpyrole test )
M:DL 2 000 DNA marker; 1:PCR B4 %} 8 PCR negative con-
-~ .
ve b — MR 4 —+ trol; 2~3:F6 B #k PCR 45 PCR specific amplication of strain
Starch MR test
F6.
i Bl .
Mannitose * Hydrogen sulfide B 5 F6E& PCR ikHE
R N S S N Fig.5 PCR specific amplication of strain F6
Lactose Catalase x2 SEEHKRER
Tt I it Table 2 Information of reference strains
i - 4
Melibiose Urease senBe 2% =10
2 BBk Reference strains . GenBank H‘}%H—
o] Y n ey =% n GenBank accession No.
Cellobiose Litmus milk BN A B bR 11 EU430987. 1
0 B TR £ 7 JE N Bacillus oleronius isolate 11 o
Raffinose Nitrate reduction B% S 2 M A T [ PR AR iR 700005 NR 043325, 1
g B 1 ok it B ?:zcilllfs oleronius strain ATCC 700005 - :
Sucrose Gelatin hydrolyze ZFMUAT R E CL33 2. 1.1 FJ688409. 1
- - Bacillus sp. CL33 2.1, 1 7
BB i T 55 K 12
- e = LT T P -
Rhamnose Citrate * B RS MUAT I FHGX12-2 KF527198. 1
o Bacillus oleronius strain FHGX]12-2
fﬁ‘e N ”l?j%l%‘ ar iron - BRI HLFT W22 KC441834. 1
yios ple suga Bacillus oleronius strain W22 ) o
- B b - FIIRIT ) SONZ 10 JN366727. 1
Trehalose ONPG test Bacillus oleronius strain 30N2-10 ’
EX 2 G = R B R i T i 3
Maltos - Arcinine decarboxvlas + AT H S55NS-2 . JN366717. 1
altose rginine decarboxylase Bacillus oleronius strain 55N3-2
M A A 9 T I 5z e T
Hfﬂ%\*ﬁﬁi} 4 ‘%%E&Aﬂfﬁﬁﬂﬁ B.Lﬁ%H@HIﬂ 9x8 o F833002. 2
Deoxyribose Ornithine decarboxylase Bacillus oleronius strain Gx8
N I W I % Tl = g A 4 1 ¢
[ER(EE B ot 4 T G R Tt . AR LA AN B 7 R 9U21 ] KCA14647. 1
Arabinose Lysine decarboxylase Uncultured bacterium clone CU21
N B G &R SUK Sk i N ﬁﬁ%ﬂ@ﬂ%ﬁ%% 2 EU430985. 1
Methanol Arginine double hydrolase Bacillus oleronius isolate 2
0 4 2 76 i B ST T B 3)DNA M FF 5 F¢ 353 #r . PCR ¥ 4 Eifg
Adonto Enaymne phensllaning T A IR 2 U A L 5 9 B K R
ﬁ?’ffl — | uss -~ 1 456 bp.Fl DNAStar 5% F6 BHEIEE 5 Gen-
ulsfito
- Bank v LA i (89 )7 810 L6 X 43 BT o A2 R G2 R AR
i 5 — s s
Mpyoinositol pH 9.5 EE[E 6.7 ﬂ%ﬂa F6 @**5%%%%*?@
LI 2 ~ oy e N CL33 2.1. 1. FHGXJ12-2, 30N2-10 B ¥k J& T [7] —
Sorbitol Lo e Tl e ;
orHe O3 3¢, REAT R IR VR M e v 43 R 99. 726,99, 7%
22 s
i £ | 5% e O 99.3%. 55— 4 L IH M EF B W22,0U21 B
Kb 2 Y R I UR P 43 30K 99. 296,99, 290, 55 % 3 2F MU AF
e + 7% NaCl + e e 1 e s SN N
Salicin L B [ BrAn o bR ATCC 700005 4% R Al R 4 499, 3% .
Lt N AT F6 B S IR f 4 Bacil-

Esculin hydrate

lus oleronius GX01(GenBank KP297896),
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Isolation,identification and preliminary degradation of

aflatoxin B1 degrading bacterial strain

GUAN Xin' HE Jianbin' DONG Shuang' ZANG Jian® LONG Miao'

1. College of Animal Science and Veterinary Medicine ,Shenyang Agricultural University ,
Shenyang 110866 ,China;
2. Analysising and Testing Center of Shenyang Agricultural University ,
Shenyang 110866 ,China

Abstract To select strains capable of degrading aflatoxin Bl (AFB1) efficiently, 32 bacteria strains
were isolated from different sources which display AFBI reduction activity, using coumarin as the sole
carbon source and biodegradation technology. AFBI1 degradation effectiveness was detected by high-per-
formance liquid chromatography (HPLC) after AFBI1 standard was added (final concentration of culture
supernatant was 2. 5 pg/mL). The bacteria strain isolated from chicken manure was named as F6,
which could degrade AFB1 by 83.3%. Based on the morphologic, physiological, biochemical character-
istics, the isolated strain F6 was preliminary identified as Bacillus. The analysis of 16S rRNA gene se-
quence homology revealed that, the nucleotide identity between strain F6 and Bacillus oleronius interna-
tional standard strain ATCC700005 (accession number NR043325. 1) was 99.3%. Thus, strain F6 was
determined as B. oleronius and named as B. oleronius GX01 (Accession No. KP297896). The compo-
nents of the fermentation broth of F6 were then isolated and detected. The results showed that the cul-
ture supernatant could degrade 83% AFBI1, while the degradation rates of bacterial suspension and in-
tracellular were 22. 8% and 17. 4%, respectively, suggesting that the degradation activity of B. olero-
nius strain F6 was exoenzyme.
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