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Table 1 Selected primer sequences of AFLP markers

%5 Code BIYIFS] (5'-3") Sequences %3 Code BIWFFH(5'-3") Sequences

EA1 GACTGCGTA CCA ATT CAAA MC2 GAT GAG TCC TGA GTA ACAT
EA2 GAC TGC GTA CCA ATT CAAT MC3 GAT GAG TCC TGA GTA ACAC
EA3 GAC TGC GTA CCA ATT CAAC MC4 GAT GAG TCC TGA GTA ACAG
EA4 GAC TGC GTA CCA ATT CAAG MC5 GAT GAG TCC TGA GTA ACTA
EA5 GAC TGC GTA CCA ATT CATA MC10 GAT GAG TCC TGA GTA ACCT

MC14 GAT GAG TCC TGA GTA ACGT

MC16 GAT GAG TCC TGA GTA ACGG
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Table 2  Genetic diversity of Quercus aquifolioides based on AFLP marker

g M PR AT 2 WEEF 1y A1 B Nei’s JEHZ  FRIGE
Population Sample  No. amplified No. polymorphic H 43/ % EX VR 55 E Bk FEME 4 5 Shannon’s
size bands bands PPB Observed  Effective number Nei’s gene information
number of alleles diversity index(I)
of alleles (N index
(N (N
Q2750 22 94 85 90.43 1.90 1.49 0.30 0.45
Q2900 23 94 87 92.55 1.93 1.52 0.31 0.47
Q3050 24 94 88 93.62 1.94 1.62 0.35 0.52
Q3200 22 94 88 93.62 1.94 1.59 0.34 0.53
Q3350 23 94 93 98.94 1.99 1.62 0.36 0.53
Q3500 18 94 88 93.62 1.94 1.58 0.34 0.50
-3 Mean 22 94 88 93.80 1.94 1.57 0.33 0.50
K
WHOKF 132 94 94 100.00 2.00 1.63 0.37 0.54

Species level
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Table 3 Nei’s genetic distance and Nei’s genetic identity

J& ## Population Q2750 Q2900 Q3050 Q3200 Q3350 Q3500
Q2750 1.00 0.97 0.89 0.90 0.94 0.93
Q2900 0.03 1.00 0.92 0.92 0.95 0.94
Q3050 0.11 0.08 1.00 0.95 0.96 0.96
Q3200 0.10 0.08 0.05 1.00 0.98 0.95
Q3350 0.07 0.05 0.05 0.03 1.00 0.97
Q3500 0.07 0.06 0.04 0.05 0.03 1.00

AR O A L AL RS, Note: The data below the diagonal represents the genetic distance,and the upper data re-

presents the Nei’s genetic identity.
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Analyzing genetic diversity of Quercus aquifolioides
in different altitudes of Jade Dragon Snow Mountain in the

northwest of Yunnan Province with AFLPs

CHENG Xiaomao' LI Xiang' JIANG Yonglei* HUANG Xiaoxia'

1.Faculty of Landscape Architecture sSouthwest Forestry University s Kunming 650224 ,China ;
2.Key Laboratory of Mountain Surface Processes and Ecological Regulation ,Institute of Mountain
Hazards and Environment ,Chinese Academy of Sciences ,Chengdu 610041,China

Abstract The genetic diversity of Quercus aquifolioides population located at different altitudes
(2 750-3 500 m) of Jade Dragon Snow Mountain in the northwest of Yunnan Province was investigated
with amplification fragment length polymorphisms (AFLPs) markers.The results showed that the ratio
of polymorphic loci was 100%.Shannon diversity index I was 0.54 and the Nei’s gene diversity index H.
was 0.37,indicating that the Quercus aquifolioides had high genetic diversity at species level.I and H,
were agreed,indicating that the genetic diversity of 6 populations varied with altitude gradient.The ge-
netic diversity from 3 050 m to 3 350 m was high. The genetic diversity of 2 750-2 900 m and 3 500 m
group was decreased. Results of the genetic differentiation of Quercus aquifolioides G, (0.089) and
AMOVA analysis (Phist = 0.110) showed that there was a low level of genetic differentiation among
populations.Gene flow among population was 5.12,suggesting that high gene flow may be a main factor
leading to high levels of the genetic diversity among populations.

Keywords Quercus aquifolioides; AFLPs; genetic diversity; genetic differentiation
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