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Table 1 Body length and body weight of five commercial fishes
i GETY Y 4K /mm K /mm TR /g
Species Sample number Total length Body length Body weight
F B 4 Onychostoma sima 5 243.8412.9 203.5+10.4 153.2045.42
SAEAR XL E L0 Triploid Carpio var. singuonensis 5 253.8410.8 213.5+8.5 247.51+8.64
MRE 8 Myxocyprinus asiaticus 5 175.3+8.6 140.6+5.1 88.59+3.68
B YR Bk Sinibotia superciliaris 5 110.3+3.8 95.6+3.2 24.8242.48
At Hemibarbus maculatus 5 128.4+4.2 95.3+3.6 32.5943.74
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A BoAHFf; CoAbfif; DR E. SRS Ea 8 ; FAAEM A Gallusgallus; B:Onychostoma sima s C: Hemibarbus
maculatus ; D:Sinibotia superciliaris; E: Triploid Cyprinus carpio var. singuonensis; F:Myxocyprinus asiaticus.
B1 BmMME(A)FSFHEFEALNDNAENEE
Fig.1 DNA relative content of standard chicken erythrocytes(A)and five fishes samples
K2 SHEEZEZEFEBLN C-EHUNELER

Table 2 Result of C-value of five commercial fishes

] H B Fi 44 RE 8 DACNER ¢ C{H (z+SD)/pg
Class Order Family Species Sample number Chromosome number C-value
LN LA 1
. EHJ( B H, ) A . 5 2n=>50018] 1.18+0.01
Cyprinidae, Barbinae Onychostoma sima
w0 = R % T ,
R o fEixmEm e _ 5 3n= 150013 1.9240.07
Cyprinidae Triploid Carpio var. singuonensis
" I 1= N | =Y
i 0 4 Y H ‘Hﬂﬂaﬁﬂ HME@ o 5 2n=100017] 2.6240.28
Osteichthyes Cypriniforme Catostomidae Myxoc‘yp;;nus astaticus
BERL L VD B A 1> i
ARV DY s 5 2n=9601%] 0.890.01
Cobitidae, Botiinae Sinibotia superciliaris
R} | f 3 g
Kk SRRt i 5 2n=50L10417] 1.24-0.02

Cyprinidae, Gobioninae ~ Hemibarbus maculatus

K3 SHMEFELNWLEL REMY

Table 3 Fluorescence intensity and ploidy of five commercial fishes

PR 4 REA KK P 3 8 (o £ SD) BEHEA H (fi1/38) i dE
Species Sample number Fluorescence intensity Ratio of (fish/chiken) Ploidy
j ]
" 5 78 510.354579.90 — 2
Gallusgallus
SLEE)
A . 5 81 289.46+685.48 1.0340.01 2
Onychostoma sima
= A [ 4 f
,‘1,”14%/ E’ . , , 5 132 418.3842 883.72 1.67+0.03 3
Triploid Carpio var. singuonensis
1 1=
Hjs & . o 5 179 224.65+7 971.21 2.28+0.11 4
Myzocyprinus asiaticus
Al
e o 5 60 977.38462.85 0.77+0.07 2
Sinibotia superciliaris
g
e 5 84 740.31+798.61 1.08+0.01 2

Hemibarbus maculatus
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Genome size determination of five commercial fishes

ZOU Yuanchao FU Peng LI Qian WU Tian WANG Yongming XIE Biwen
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the Yangtze River Key Laboratory of Sichuan Province/College of Life Sciences ,
Neijiang Normal University Neijiang 641112,China

Abstract In this paper,the genome size (C-value) and ploidy of 5 commercial fishes including Ony-
chostoma sima ,triploid Cyprinus carpio var. singuonensis ,Myxocyprinus asiaticus ,Sinibotia supercili-
arisa and Hemibarbus maculatus were determined by flow cytometry using chicken erythrocyte DNA
content as a standard. The results showed that the C-values of O. sima, triploid C. carpio var. sin-
guonensis sM. asiaticus,S. superciliarisa and H. maculatus were 1.18+0.01 pg,1.9240.07 pg.2.62+
0.28 pg,0.8940.01 pg and 1.24+0.02 pg,respectively. The C-value of M. asiaticus was the largest,fol-
lowed by triploid C. carpio var. singuonensis, H. maculatus,O. sima and S. superciliarisa. Among the
5 economic fishes,there is no difference in C-values between O. sima and H. maculatus (the same fami-
ly) (P >0.05), but the difference between the other species (different families) was significant
(P<C0.05). Ploidy analysis showed that O. sima,S. superciliarisa and H.maculatus were diploid,
C. carpio var. singuonensis was triploid and M. asiaticus was tetraploid.

Keywords genome size; DNA content; flow cytometry
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