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Fig.1 The schematic diagram of pPMI
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Fig.2 The result(PmiO1) of the sequencing of yeast pmi and the nucleotides blast result between
the PmiO1 and PMI40(ACCESSION:M85238) ,the marked box displayed the difference between the PmiO1 and PMI40
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mannose; A.B:/E K IEH B4 A.B stand for the normal seedlings; C: HA E M, HAR L K ZBH 4111 Seedling had leafs but it’s
roots were blocked; DB M FIHE#BAE K Z FH 4 1 Seedling’s leafs and roots were blocked; E:JH & M Hi 4 194 i Seedling didn’t
have the resistance to the mannose; F. M & & AXF AL Seedling had the asymmetric of cotyledon on the medium.
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Fig.3 The selective effect chart of mannose
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Fig.4 The result of PCR detection after transformation
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Fig.5 The RT-PCR detection of the transformation plant
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Phosphomannose isomerase gene from Saccharomyces cerevisiae

as a selectable marker for Arabidopsis gene transformation
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Abstract

Phosphomannose isomerase (PMI) gene from Saccharomyces cerevisiae was cloned by

PCR,and transformed into Arabidopsis via floral dip method. The seeds were collected and germinated

on selecting MS medium which mannose concentration was 1 g/L. Four positive plants were obtained.
PCR for genome DNA and RT-PCR for RNA proved the PMI gene had integrated into the genome of

Arabidopsis and was transcribed. The intron of yeast pmi was removed successfully in Arabidopsis.

GUS activity also was detected in the transgenic plants. All the results means PMI gene from yeast can

be used as a selectable marker in Arabidopsis transformation.
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