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Ja AT N T 420G , A5 TR s A s mi Je itk 5 22 1R .
P Je sk 5 K ik m e Bk AR E T 1.0 m X
0. 5 mPy & J7 B BURLK A6 i) 57 .
1.3 EEZ DNA B3R

BYHR 40 JE R kR A 40 B8 Kk B U8 Bk R £ i
fi& 2% . 5 ANBEBL BT HL 8 IR k4l £ (0. 2140. 013 @)
18 FE KR YR k4 £2 (0. 2340, 011 ) U 5%, Fir
B G SRAFHL T 240 95% L BERY 1.5 mL A B L&
W, S BRI S A I R e/ S S T R O T A
DNA SR G Ao 66 B TR I DNA B, IF
545 B S 0 I TR FE R BE & 100 ng/pl, —20 C R
&R,

J&EF1 Morishima %51 Y BIF S HiE . 47 30T R bR
ICHSI Y%t b I AR TR IR 5 A PR A B AR
PCR I i SR 10 pL, Hoh & 100 ng/pl B9
iR DNA 0.5 pl, 1. 0 pL B4 10 X Buffer (%
Mg®"),0.2 pLL 19 10 mmol/L dNTPs ,0. 1 pL B9
0.5 U/pL B Tag DNA R4 8,10 pmol/L 1E 9 &
JZ 1] SSR 51145 0. 25 pl, PCR GRS 5h .94 °C
5 min; 94 ‘C 1 min, B E R KR E T 30 5,72 C
45 $,30 MEH ;72 °C 5 min. K5 4 CIlifE. Hr
1B KR A U R B L N 55~62 C I 8 MR
BEEE . P B 3. 0% 1Y MetaPhor Byt i i 5E I
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Table 1 Names of 47 microsatellites loci of Misgurnus anguillicaudatus and their DDBJ accession numbers
[ DDB.J (4= DDBJ 5 DDm (4= DDB.J (A DDBJ
Locus accession Locus accession Locus accession Locus accession Locus accession
No. No. No. No. No.
Mac2® AB060172 Mac60 AB081631 Mac262 AB303468 Mac404  AB303512 Mac541 AB303588
Mac21 AB081619 Mac63 AB081633 Mac264 AB303470 Mac425 AB303516 Mac559 AB303592
Mac24* AB060178 Macl03 AB303436 Mac276 AB303473 Mac429 AB303518 Mac574 AB303594
Mac31 AB081622 Macl05 AB303437 Mac277 AB303474 Mac449 AB303519 Mac576 AB303595
Mac36* AB060180 Macl133 AB303444 Mac291 AB303477 Mac456 AB303522 Mac605 AB303605
Mac37* AB060181 Mac140 AB303445 Mac293 AB303478 Mac477  AB303575 | Mac612  AB303607
Mac45* AB060185 Macl67 AB303453 Mac320 AB303483 Mac497 AB303578 Mac627 AB303610
Mac47 AB081625 Mac190 AB303455 Mac331 AB303487 Mac519 AB303584
Mac49* AB060186 Mac229 AB303459 Mac361 AB303496 Mac523 AB303585
Mac51 AB081627 Mac242 AB303463 Mac387 AB303506 Mac532  AB303586

2 #RE59Hm

2.1 SSR 5|4 7E #8 4t T 8k AL £ A0 K % B R 6K &
i

H 47 XF 51 94 DL b e ok fa 3E  4 DNA
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YIxt5E A AN BEY 1S 10 25T BT aX 3 Xk [ 8 B Y
SSR 5| ¥ #E K i m e sk N A . 5l
Mac31 78 DL K i 8l Je ik DNA Sh 8 bz K & R i 8
AR KRBT YOS BB YT 1S R L T AE e SRS AR
57 ‘CHFI 58 “CaB KL BE 510 T RED™ 19 th 5 HE A%

Y H SR

M 1 2 34 567 8 9 10111213141516

A

M ] 2 34 5 67 8 90 10111213141516

M 1

2 3 4 5 6 7 8 0 10111213141516

M. DNA Ladder; 1-8. K 8% & J¢ i i f1 Adult Paramisgurnus
dabryanus ; 9-16. Je ki1 Adult Misgurnus anguillicaudatus.
1 Mac31(A) Mac63(B)F1 Mac541(C)
ERBAEMKBGERHHEPHTIBER
Fig. 1
Mac63(B) and Mac541(C) in adult Misgurnus

PCR results of microsatellite Mac31(A),

anguillicaudatus and Paramisgurnus dabryanus
22 SSR3|MEMILEHS BT KEEE REHL &
1
FI A Mac63,Mac31 Fl Macb41 =5 ¥ % 18
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i DNA MBI )4k & th i 47 PCR 3. 45 W
7~ sMac31.Mac63 F1 Mac541 #F DL I ik DNA b B
M B Z ™ s T B R T AE LK 6l ) e 65
DNA B (0 R BA 318 H i &8 (K 2).,
R AEF T FAUE B I AGE W] 1 X 3 e )k 5 K
fif ) 6 SR R I 10 R, R SSR A e g 45 4 1l X
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RV Ah B AR T i 8 IR N BIANREY 1S &%
A S T AE U8 Bk 4l B AR Y 55,5657 Fil 58 CE k
T BE S Y Re 1 e HICA i i H By %71 .

M 1 2 34 5 67 8 90 10111213141516

M 1 2 3 4 56 7 89 10111213141516

B

|M12345 6 7 8 9 10 111213141516
C

M. DNA Ladder; 1-8. K8l Je ik 4 1 Juvenile Paramisgurnus
dabryanus; 9-16. Je 4l i Juvenile Misgurnus anguillicaudatus.
2 Mac31(A) Mac63(B)FI Mac541(C)
ERBHEMAXBERRHRDE DT IBER
Fig.2 PCR results of microsatellite Mac31(A),
Mac63(B) and Mac541(C) in juvenile Misgurnus

anguillicaudatus and Paramisgurnus dabryanus
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Development of microsatellite markers for identifying Misgurnus

anguillicaudatus and Paramisgurnus dabryanus in juvenile stage

CHEN Gang-ming WANG Wei-min CAOQO Xiao-juan

College of Fisheries/Key Laboratory of Agricultural Animal Genetics Breeding and Reproduction
of Ministry of Education/Key Laboratory of Freshwater Animal Breeding ,Ministry of Agriculture,
Huazhong Agricultural University sWuhan 430070,China

Abstract Forty-seven Misgurnus anguillicaudatus microsatellite markers were randomly selected
from DDB] database and used for cross-species amplification in a population of Paramisgurnus dabrya-
nus from Hubei Province. Forty-four pairs of primers amplified P. dabryanus DNA, while 3 primers in-
cluding Mac31,Mac63 and Mac541 failed. Using genomic DNA of selfing offsprings juveniles of M. an-
guillicaudatus and P. dabryanus as templates, PCR amplifications were performed using three primers
of Mac31,Mac63 and Mac541. The results showed that target bands were detected only in selfing off-
springs of M. anguillicaudatus,suggesting that markers of Mac31,Mac63 and Mac541 are useful for i-
dentifying M. anguillicaudatus and P. dabryanus at the juvenile stage.

Key words microsatellite markers; Misgurnus anguillicaudatus; Paramisgurnus dabryanus; ju-

venile; identify
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