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Fig. 2 Growth of leaf explants of ‘Jingzao 39’ on Kan medium with different concentrations
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Table 1 Leaf regeneration rate of ‘Jingzao 39’ under dif-

ferent concentrations of Cef and Tim mg/L
. Cef
Tim
0 50 100 200
0 0.000= 0.325=% 0.675=% 0.700=L
0.000f 0.096¢d 0.050b 0.115b
100 0.400=% 0.650= 0.775=% 0.175=%
0.082c 0.058b 0.126ab 0.050e
200 0.700= 0.675=% 0.325=% 0.175=%
0.082b 0.096b 0.126cd 0.050e
250 0.700= 0.850= 0.250=% 0.175=%
7 0.082b 0.058a 0.129de 0.096e

W ARR/ING R R 22 53 8.3 (P<<0.05) . Note: Different low-

ercase letters indicate significant differences (P<<0.05).
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Fig. 3 Effect of different factors on leaf transformation rate of ‘Jingzao 39’
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Fig. 5 Detection of positive buds
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Fig. 6 Leaf transformation system for ‘Jingzao 39’
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Establishment of genetic transformation system for leaves
of ‘ Jingzao 39’ (Ziziphus jujuba Mill.)

MA Ling', YUAN Yi', YANG Shuang', GAO Yi', CHEN Xuexun®,
JIAO Lijun*, LIU Weiwei*, BO Wenhao', PANG Xiaoming'

1.State Key Laboratory of Tree Genetics and Breeding/National Engineering Research
Center of Tree Breeding and Ecological Restoration/ College of Biological Sciences and Biotechnology,
Beijing Forestry University, Beijing 100083, China;
2.Shuangjing Forestry Farm, Aohan Banner, Inner Mongolia Autonomous Region,
Chifeng 024300, China

Abstract Leaves of ‘Jingzao 39 were used as explants to establish an efficient genetic transforma-
tion system for ‘Jingzao 39’ . The effects of the selection pressure of kanamycin (Kan) , the inhibitory con-
centration of cefotaxime (Cef) and timentin (Tim) , pre-culture time, the density of bacterial suspension,
infection duration, the concentration and co-culture time of acetylyringone (AS) on the transformation rate
of leaves of ‘Jingzao 39’ were studied. The results showed that the optimal genetic transformation condi-
tions for the leaves of ‘Jingzao 39 were as follows: 5 mg/L. Kan, 50 mg/L Cef, 250 mg/L. Tim, pre-
culture for 4 days, Agrobacterium tumefaciens concentration ODgy,,—0.6, infection duration of 20 min-
utes, 200 pmol/L. AS, co-culture for 4 days. The results of fluorescence detection and PCR analyses con-
firmed that the exogenous target gene was successfully integrated into the genome of ‘Jingzao 39’ , achiev-
ing the Agrobacterium mediated genetic transformation of leaves of ‘Jingzao 39”. It will provide an impor-
tant support for analyzing the function of genes and molecular breeding in jujube.

Keywords Agrobacterium tumefaciens ; genetic transformation; ‘Jingzao 39’ ; leaves; resistance se-

lection
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