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25T o A:Field symptoms of Curcuma wenyujin infected by the root lesion nematode at the seedling stage ; B: Field symptoms of C. wenyu-

Jjin infected by the root lesion nematode at the late stage of growth; C: An infected C. wenyujin plant; D-E: Tubers of the infected C. wenyujin;

F-H:Profiles of the infected C. wenyujin tubers.
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Fig. 1 Damage caused to Curcuma wenyujin by the root lesion nematode Pratylenchus coffeae in the field
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Table 1 Morphometrics of Pratylenchus coffeae populations from Curcuma wenyujin in Hainan

and literature-described populations

I 11 Females Mt 1t Males
¥t T L 2 B34 Filipjev 4 T SR 2 B3R Filipjev %
Character  Cyrcuma wenyujin Huang et al. Filipjev et al. Curcuma wenyujin Huang et al Filipjev et al.
population in Hainan (1994) (1941) population in Hainan (1994) (1941)
n 23 10 - 20 10 -
L 5894-43.2(503~661) 704(655~735) 370~690 52035.7(432~571) 585(525~658) 450~700
a 24.4£3.7(17.8~31.6)  21.5(16.4~26.0) 17.7~30.5 28.3+2.7(24.5~32.8) 24.3(20.5~31.3) 26.0~40.0
b 6.641.0(5.2~8.6) 7.8(7.3~8.1) 5.0~7.8 6.440.5(5.7~7.2) 6.6(5.8~7.9) 6.0~7.0
2 4.440.4(3.9~5.7) 5.2(4.5~5.7) - 4.64-0.6(3.8~5.7) 4.6(4.0~5.4) -
¢ 20.441.9(17.1~23.0)  18.8(14.4~23.3) 13.7~23.9 20.141.7(17.0~23.7) 20.7(16.1~20.5) 17.0~24.0
d 2.0%0.2(1.7~2.4) - - 2.4+0.3(1.9~2.9) - -
LipH 2.440.4(1.9~3.6) - - 2.440.2(2.1~2.8) - -
Lip W 7.940.4(7.1~8.9) - - 6.740.2(6.3~7.2) - -
Stylet 16.5£0.8(15.0~17.7)  17.4(16.7~18.2) - 15.24£0.5(14.1~15.9) 15.7(14.3~18.2) -
Sk H 2.540.2(2.1~2.8) - - 1.940.2(1.6~2.4) - -
Sk W 3.940.3(3.3~4.6) - - 3.140.3(2.8~3.7) - -
DGO 3.4£0.7(2.2~4.4) - - 3.1£0.4(2.5~3.9) - -
MB L 12.8£0.9(11.4~14.1) - - 10.940.7(9.7~12.1) - -
MB W 10.6+0.8(9.4~11.7) - - 8.3+0.8(7.4~9.7) - -
Hemiw 2.440.6(1.6-3.8) - 2.340.5(1.5~3.3) -
Ep 90.1£8.9(61.4~104.2) - - 85.743.0(80.5~92.2) - -
v 80.2£1.4(77.0~82.5)  79.0(76.6~80.8) 75.8~84.2 — — —
PSL 36.0£8.9(19.1~44.7) - - - - -
Sp - - - 19.4221.2(17.1~20.8) 19.4(18.2~20.8) 15.0~18.0

T < A T B A pm, A% 5XON B AR . R BEAR R LR @ PR /R KA 6 PRI /PR T 28 £330 5 v e b A
B0 AR/ PRTv A T MROR I I B s o R/ B A s o R AR/ TR SE s Lip H: JBIX &7 Lip W JFIX % 5 Stylet: H & ; Sk He: H 43
TR R s Sk W DA ER 58 s DGO : HTEF I35 il i F 10 B ES s MB L. th B Bk s s MB W e i B BR 5% s Hemiw : 2 A K58 3 Ep : (&35 %

HEMEALBE S 5 V e (AT 20 B 1T A BR 28 /14 1) XX 1005 PSL: 5 1]

FRER  Sp: LA Ml . Note: All morphometrics in pm and in the form:

mean+standard deviation (range).Abbreviations in the table:7: Body length/maximum body width; L : Body length; a: Body length/maximum

body width; &: Body length/distance from anteriorto esophageal-intestinal junction; &’ : Body length/distance from anteriorto esophageal gland

terminus; ¢: Body length/tail length; ¢’ : Tail length/anal body width; Lip H: Lip region height; Lip W: Lip region width; Stylet: Stylet length;
Sk H: Stylet knob height; Sk W: Stylet knob width; DGO: Distance from stylet base todorsal esophageal gland orifice; MB L.: Median bulb

length; MB W : Median bulb width; Hemiw : Hemilunar width; Ep: Distance from anterior end to excretory pore; V: (Distance from anterior to

vulva/body length) X 100; PSL: Post-uterine sac length; Sp: Spicule length.
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A C~H J~N: M A BEK Co ki DARRTHR E: 2 KRG F BT G 2R s H: R 5 J~N: B B L B A&k 1 B3
A,C-H,J-N:Females; A : Entire body; C: Head part; D: Anterior body part; E: Spermatheca; F: Valve; G: Incisures; H: Phasmid ; J-N: Tail;B,

1:Males; B: Entire body;1: Tail.

B2 EHEMHHEELREFERIEUE
Fig. 2 Microphotographs of Pratylenchus coffeae on Curcuma wenyujin
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F, FARLEE 23531k 98.66 % ,99.03 % , 22 S B 3k 4351 A
13 bp F1 10 bp ; W44 2 1O B LA 4 FhEE 53 4h 2
2751 (PQ461363 . PQ461364) 578 ) M & BLI P.
coffeae (KY424204) AH WL 14 d5c w5, AH AL BE 43 ) Ky
99.57%.99.60% , 22 5831y 2 bp, R A AIC b5

WE T BB GTRA-G, 3T 1TS 591 4 £ 14 I
W37 B AN R 4 T, ARAS TR 4 1 (e A 2
L2215 IR S RIS [N B A N2 o BT | e L £
(JN809840) . J™ A f (KY424204 . KY424209) FlIT.
79 B B A B (KR106218) WY F 51 | Wl — ¥
(PP=100) .,

FRAT o WO Rt A S VAR i 9 TS 4 AR 4 4% 28S
rDNA D2/D3 X J¥ 41 ( J¥ 4 5 : PQ461372,
PQ461373. PQ461374 FI PQ461375) 4+ B 43 11l Ky
782,781,782 f1 781 bp. FLXF A #T W | W R R AR 4
FhEE) 2 257 41 (PQ461372 . PQ461373) S5 1E B &
K b BB i A ke R RE (MT 586754 ) AR LM
e, ML 43 3R 99.62 %6 ,99.87 %, 25 AR L 435
Sy 3 bp Ml 1 bp; i B il AR 4 Fh B A A F 5
(PQ461374) 5 7EIHFEJE WA £5 1 & B i Jet A4 4%
AR (MK346211) AHRUM: B 55, AHABLEE > 10026 , B
322 5 Oh 4 bp; 18 R AR 4 FhOBE FE AT 5
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A~B i B X5 C o A ZE s D~E: 1T F~H: M 2R ; 1 M B sg A RIS A4 (bR : 2 pm) . A-B:En face view of female; C:Inci-
sures of female; D-E:Valves; F-H:Female tail; I:Male spicule and bursa (scale bar: 2 pm).
3 mERE UMM Lk R T BRI ER

Fig. 3 Scanning electron micrographs of Pratylenchus coffeae on Curcuma wenyujin
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BAE—14r L (PP=100).
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U, ARG A5 2 RRAE 3 7 A W 2 R AE Kok B AR
i 22 FIAR 28 65 122 A JIEL TS 4 AR P ) AR 2 it 65 22 S i
MRS R 2 il
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1) WA e AR 4 M AR G 7 A 5 B TR 4 2 B
Ko MRABE AR L R 100 d J5 , I RI IR AR 4
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100

100[ KY424219 Pratylenchus brachyurus

KY424217 Pratylenchus brachyurus

100— KJI510862 Pratylenchus oleae
98 KI510863 Pratylenchus oleae
100— K'Y828245 Pratylenchus dunensis
KY828244 Pratylenchus dunensis
100 89— FJ712973 Pratylenchus penetrans

38 FI712989 Pratylenchus penetrans
FI712909 Pratylenchus convallariae

100 FI712908 Pratylenchus convallariae
92| KY828272 Pratylenchus fallax

KY828258 Pratylenchus fallax
100r LC030314 Pratylenchus kumamotoensis
LC030318 Pratylenchus kumamotoensis
100 FR692321 Pratylenchus vulnus
KY424232 Pratylenchus vulnus
100r PP338068 Pratylenchus pratensis

98

100

98

KY828311 Pratylenchus pratensis
lOOr KF452048 Pratylenchus japonicus
KF452049 Pratylenchus japonicus

98 KT971367 Pratylenchus pseudocoffeae
KT175523 Pratylenchus pseudocoffeae
99r KY424228 Pratylenchus scribneri
KY424230 Pratylenchus scribneri
FI712891 Pratylenchus agilis
53%FJ712888 Pratylenchus agilis
IX081545 Pratylenchus alleni

100r FI712929 Pratylenchus gutierrezi
F1712930 Pratylenchus gutierrezi

91r GQ988375 Pratylenchus floridensis

100

os| — GQ988376 Pratylenchus floridensis
GQ988378 Pratylenchus parafloridensis
F1712934 Pratylenchus hippeastri
96=FJ712936 Pratylenchus hippeastri
L | 82r F1712941 Pratylenchus jaehni
55 —IOOEIZQM) Pratylenchus jaehni

FI154951 Pratylenchus araucensis

56

[ FI712946 Pratylenchus loosi
1001 FJ712942 Pratvlenchus loosi
PQ461361 Pratylenchus coffeae (Curcuma wenyujin)
KY424209 Pratylenchus coffeae
KR106218 Pratylenchus coffeae

IN809840 Pratylenchus coffeae

PQ461362 Pratylenchus coffeae (Curcuma wenyujin)
KY424204 Pratylenchus coffeae

PQ461363 Pratylenchus coffeae (Curcuma wenyujin)
PQ461364 Pratylenchus coffeae (Curcuma wenyujin)
KI698682 Pratylenchus speijeri

KJ698684 Pratylenchus speijeri

100

—/—
100

100 MH973648 Pratylenchus crenatus
L LC030308 Pratylenchus crenatus

100 [ IN244275 Pratylenchus bhattii

IN244273 Pratylenchus bhattii

100

100

100 [ MT228437 Pratylenchus zeae

MT228438 Pratylenchus zeae

100 = KP903448 Pratylenchus parazeae
100 KP903449 Pratylenchus parazeae
MF429810 Pratylenchus haiduongensis

MF429809 Pratylenchus haiduongensis
100r MNO10403 Pratylenchus curvicauda
100 MNO010407 Pratylenchus curvicauda

97

1 00[

95

- DQ318611 Nacobbus aberrans
- DQ318598 Nacobbus aberrans

100 [ HM469446 Pratylenchus bolivianus

HM469447 Pratylenchus bolivianus
FR692307 Pratylenchus mediterraneus
FR692306 Pratylenchus mediterraneus

100 LC030325 Pratylenchus neglectus
410()':': LC030323 Pratylenchus neglectus

FI717816 Pratylenchus hispaniensis

R 50 %0 14 5 S WE S bR s 26 AH R (9 4332 1, B AJAS A I S R 2 OB 4 A 51 FDLR 2R o Posterior probabilities more than 50%4

are given to appropriate clades. Newly obtained sequences are shown in bold font.

B4 ETITS-1DNA FIIHEMNEERELZRABMEANRELEXRIMHT ST

Fig. 4 Phylogenetic relationships of Pratylenchus species inferred from Bayesian analyses of ITS-rDNA sequences
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100

OP071592 Pratylenchus coffeae
MK829009 Pratylenchus coffeae
MN750755 Pratylenchus coffeae
MT586754 Pratylenchus coffeae
100 MT160082 Pratylenchus coffeae
o] OR417393 Pratylenchus coffeae
MK346211 Pratylenchus coffeae
PQ461373 Pratylenchus coffeae (Curcuma wenyujin)
PQ461375 Pratylenchus coffeae (Curcuma wenyujin)

100 - PQ461374 Pratylenchus coffeae (Curcuma wenyujin)

100

PQ461372 Pratylenchus coffeae (Curcuma wenyujin)
0Q449390 Pratylenchus coffeae
HQ668112 Pratylenchus coffeae
MH359161 Pratylenchus coffeae
_L— KF974713 Pratylenchus speijeri
93L KF974715 Pratylenchus speijeri
IOO[ ONO005417 Pratylenchus loosi
ONO005416 Pratylenchus loosi

100 [ OK490298 Pratylenchus dakotaensis
OK490297 Pratylenchus dakotaensis

72

+

100

—— MF155653 Pratylenchus alleni
100] 5 - EUL30841 Pratylenchus agilis

KT175531 Pratylenchus pseudocoffeae
9 100% KT175533 Pratylenchus pseudocoffeae

KX842632 Pratylenchus scribneri

1005 KY424307 Pratylenchus hippeastri
KY424306 Pratylenchus hippeastri
GU214114 Pratylenchus parafloridensis
98- AF170438 Pratylenchus parafloridensis
GU214116 Pratylenchus floridensis
100~ GU214117 Pratylenchus floridensis

[ FJ463260 Pratylenchus araucensis

100t FJ463261 Pratylenchus araucensis

100

]00[ MK114133 Pratylenchus horti

MK114135 Pratylenchus horti
1005 OQ619140 Pratylenchus zeae
L 0Q457547 Pratylenchus zeae

100

100

IN244269 Pratylenchus bhattii

100[ MK353208 Pratylenchus bolivianus
MG871467 Pratylenchus bolivianus
KY828330 Pratylenchus rwandae

[ KI510856 Pratylenchus oleae
100 MW338666 Pratylenchus oleae

— —
100

95

100 100 |: MH796977 Pratylenchus capsici

100 MH796971 Pratylenchus capsici
|: AM231946 Pratylenchus dunensis
100 100= AM231947 Pratylenchus dunensis
100p KY828360 Pratylenchus fallax
MN251272 Pratylenchus fallax
1001 MH700785 Pratylenchus convallariae
MK346050 Pratylenchus convallariae
MT528188 Pratylenchus penetrans
99t MT528171 Pratylenchus peneirans
————— KP289346 Pratylenchus pinguicaudatus
100 1 JX144360 Pratylenchus kumamotoensis

100

95

L x1175527 Pratylenchus kumamotoensis

1001 JQO003992 Pratylenchus vulnus
100 [

EU130885 Pratylenchus viulnus

—— JX261965 Pratylenchus pseudopratensis

| 95

KX683378 Pratylenchus crenatus

64

100—— KF712474 Pratylenchus brachyurus

L KkF712472 Pratylenchus brachyurus

100

MW424470 Hirschmanniella mucronata
- MW424469 Hirschmanniella mucronata

100 L— EU130877 Pratylenchus thornei

JX261963 Pratylenchus thornei

100 — AM231927 Pratylenchus brzeskii
L AM231928 Pratylenchus brzeskii

0.04
It 5096 1 5 56 E e A s FE AR L 19 43 3 b, B AR A 1w HE S R 2 A TRLRT 4 Al Y 5 T RLAR 278 . Posterior probabilities greater than
50% are given to appropriate clades. Newly obtained sequences are shown in bold font.

ES5 ETF28S DNAFFIMBHNEFEHBMHENREXREXRNHETSH
Fig. 5 Phylogenetic relationships of Pratylenchus species inferred from Bayesian analyses of 28S rDNA sequences
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TRAGFE (E 6) s b T AR A U K %18 i B
/0 (P<<0.05) (K 2) , 32 F AR AR 25 2 04 (1, 52
EZE R AW OB OREE, YT 2 FERZE ]I
P2k AR YL R4S A EUK BIRFEA L (K 7). K
B2 1) TR AR 4 AR A 2O 1R (s B, &0 EE 1Y T

(E7) . ARG @A D) 5 78 B T Al
WL R A L R BB B ROTARALZL, T IR
AR I, 2 04 B A HE URTER (151 8) , R W%
2 AT LUR AR B AR R I FAEAR N A2 A 7 58 AR
S, BEAT R T

ARG AR L S O T B (0 B 1 28 58 4 R AL 2
A\ |B

PC1K PCI1K PC1K

A~C 435 R 4ER 1000 2% (PCLK) .2 000 4% (PCZK) 13 000 4+ (PC3K) MiIME A {4 2k sl (1) 3L A 4 A bk 5 HEARL bk (CKO 1 L. A-C:
The uninoculated plants (CK) of Curcuma wenyujin compared with that of the plants inoculated with 1 000(PC1K), 2 000 (PC2K) and 3 000
(PC3K) nematodes respectively.

E6 RERE R L NN R gk B E M AR ER

Fig. 6 Aboveground symptoms of Curcuma wenyujin infected by the root lesion nematode Pratylenchus coffeae

A FERAR 4 R AL B~D 43 e Fh 1 000 4% .2 000 41 3 000 £ Miiull 6 1A 2 L 114 T A5 4 AR 21 2805 E et R U A1 4 W 25 s F~FT: 4331
SR 000 2% .2 000 2513 000 AW MEJ A LR B f) i I 4 AR 2 5 T AR 4 R e AR (PC) SR AR (CKO I UL T 32 AR S AR =5
FRAE AR 5 K B IR AL 4 AR 25 N3 . A Healthy roots of the uninoculated Curcuma wenyujiny B-D: C. wenyujin roots inoculated with 1 000,
2 000, and 3 000 nematodes respectively; E:Healthy tubers of the uninoculated C. wenyujin; F-H: C. wenyujin tubers inoculated with 1 000,
2 000, and 3 000 nematodes respectively; I:root of an infected C. wenyujin (PC) compared with that of an uninoculated plant (CK) ; J: Pro-
files of tubers infected with Pratylenchus coffeae ; K : Profiles of a healthy tuber uninoculated with P. coffeae.

E7 RESEIRAREEMHEE L RFHERK
Fig. 7 Symptoms on the roots of Curcuma wenyujin infested by Pratylenchus coffeae
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Curcuma wenyujin; B: A nematode in the root of an infected C. wenyujin (scale bars:50 pm).

&8

iR AR & AR NG 2k

Fig. 8 Pratylenchus coffeae in the roots of Curcuma wenyujin

x2 MHHEAZ REMBEHSEKRRER100dENEREMRANEREZREKS

Table 2 Nematode population density, root disease severity, and plant growth in Curcuma wenyujin 100 d

after inoculation with Pratylenchus coffeae growth

IR AL

MBS 1 R LY

. TR % . 2 3igs) . - ; . e N ML
Rt o /% o s YIS £k HEEC BRE/em o E
. Number of B/ % . . . Fiit/g fiff it /g
Inoculation . . Number of Reproductive Rhizome Root tissue Plant
. soil matrix . Number of . . . Fresh tuber  Fresh root
quantity root tissue factors disease disease height . .
nematodes nematodes . . weight weight
nematodes severity index  severity index
1000 799.40+ 690.20+ 1489.60-£ 1.494 3.00+ 3.20+ 33.82+ 31.384 52.72+
27549 a 248.46 b 517.73b 0.52a 0.32a 0.37b 3.49 ab 7.33b 7.57b
2000 2497.80+ 973.00 3470.80+ 1.74+ 3.20=% 4.00£ 21.46+ 24.06% 66.96+
1678.80 a 114.56 b 1657.41 ab 0.83a 0.58 a 0.00 a 5.61 be 6.34b 12.81b
3000 2948.40+ 1842.20+ 4790.604 1.60+ 3.80+ 4.004 11.09+ 30.56+ 63.06+
2037.69 a 229.73 a 2170.52 a 0.72a 0.73 a 0.32a 3.33¢ 5.36 b 3.99b
CK 0.00£ 0.00£ 0.00£ 0.00£ 0.004 0.004 42.44+ 59.24+ 101.52+
0.00 b 0.00 ¢ 0.00 ¢ 0.00 b 0.00 b 0.00 ¢ 4.79 a 6.24a 11.03 a

T Ry 5 R YA 5 3R P R SV EE 5 B R 3 R 7E 0.05 KF B 22 A% . Note: Each number is the average of

five replicates. Different letters in columns indicate significant differences (P<<0.05) according to Duncan’s multiple range test.

Fz HURh B R R Y 5 /N TR R (P<0.05) o FIr Y
22 R Kb B R 1) R 25 i I et AR 2 UM T ) I
JINTFAEE R X HE (P<<0.05) , 322 1 5 0 AR 25 i o o L0 X
HE /D A7 046 DA, AR 2 2 I o L Xof Bl b 3496 LA
o 5 Hukh B (] PR K0 1 AR 2K e T
FIAR 2 o B AT 3 22 57 (P<<0.05) 5 B2 2 000
ZRME BN 3 000 45 Ak 2 1) I AR 42 A 2H 20 1% 15 K2
SN E (P>0.05) ,H¥ 8 3 K THF 1 000 4519
AR (P<C0.05) 5 75 $2 Pl £ HU) IR AR 4 bk = 7 T, 42
il 1 000 2% b B I 25 75 T 42 Fh 3 000 2% 4b L (P<<
0.05) , 470 1 000 &b FRAHEFP 2 000 5 4b B 2Z [ LA K
A 2 000 £ Ab BRI Fl 3 000 2% Ab B 27 ] 25 48 I
% (P<<0.05) . PRIt w44 £ el g 4 % g 2400 7]
TRAR 4 Y A, AR PR T ) 4R Y 2R U R

100 4%/100 mL B, ™ 5 fis 3 i AR 4 1 A= 4, fdi L AT
G I 7 e A B P S RIS . R A5 R S R R AR
H—3,
3 i i#

A5 30 25 X Ve T A TR 4 P X A AR Y
JEE R R A 25 0 IR R A 4 R 4 SRR B - 3
TrRE BRI, K0T — R AL i, 2
53 F A 5 565 5 0 DA T2 o R 42 1 Sy ol e e 28
U Bl B ] X 7 DU 56 IE 1 YRR 4 AR o 1 i e
S AR R T OB AR 4 K A X R T R IR 8
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TIE S A T R AR 4 A A 2k e

P IO R A 28 5 | e % TS 4 AR 2 i 5 e
S AT M B 9 K BT 5 AR A HR 25 0 e A
il 25 9 TE AR R b 35 B4 E IR ARARL, S AT B4R
ARG, FERR M B DG IT U B AL 25 5, 25330
REETIE, FRZERIE K E R iR 57 R IRH R
YeIRAR 4 BRI VEZE S v i DA AN kO B K
WEE  CEN A R L EARE, L R kiR
R, ZEIETBFIAR ZEIE RS . 7 H 18] 43 H R AR 4 25 0%
EWE R SR L R A . M R AR A
25 MR 25 R IR K B 0 v 2 K IR TR 3E 2 40
5 AR AR A A 2 o P I e AR e 5 | A TS
SRR HU , ML MY 25 5 PR (00 B, & e 7
JE A R BURASERTC S0k . A H TR AR B 5 R 25
S , T U — 2 BUR 41 ZUFE 5206 = EA TR I K
W+ 28 Ui 3 0] DR 2 s vk o0 2 i iR 2L 4 )
2l S HOR SRR IE ALV T A W02 e A 2
T SRR ) B A 4 L BLTR R A PDA B 3R 3 5%
WL B 74 REAE I 568 12 TR 25 40 TR AIE 5 40 11 2 U
AT 2 YL T o R AE 2

Bl B AR B R, DB R 5 Moy P
MAGE A LR A 2 T A 26 s B b 28 S o T i %
WL AT HESY L A JE 2 H Rl 2 8] AY T S A A 4
IR ) S AU/ 2 iy B N R o Ly A L Y
A DNA (rDNA) H1 ITS X (45 S PE Y38 8 F Ok o
S BTl ] P TR A 1 3 1 22 52 LS U (large
subunit) rDNA H1 5 D X JF50 # H T X 5 8 slg@ )
AW I, BT 28S rDNA D2/D3 Xl J5 % 5 J7
B A2 P kiR DNA (mtDNA) COT X %
B 3 A S i B EFRAE S DNA AR FE 51 JT1 58 % 2 AN
Il (4 0 2 2 2 Y 9T R , mtDNA COT X 78
R MR RS v R I ARSE BRI AE SR, B
A DNA $EAR 51 Hsp90 15 —AS 3 A5 %
oS R R R NS N N L SN R e N LR
FESS) M H AT NCBI SIS 2 v AR B ) 75 1 28 ol
Hsp90 ¥ 55 B4, i FH 32 2R . A7 Hh 4
ITS rDNA J¥ 51 #128S rDNA D2/D3 X JF51] , F JH
A S0 AR 2 T DNA FEZA S il (A 28 e b 47 S
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WA PR A 28 HRUE SRy 75 | RS AL A AR T8 3 1 32 2 i
e ERZHE (RGO EA K, Har T
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AL A= e T O B & A A E A 22 BR (Boehme-
ria nivea)™" | 111 24 (Dioscoreaceae)'™ 3£ (Colocasia
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A W A 2 HufR g i rh 2GR RS ARGE . T
MEfg R R e il R E R S ZE L2 7 i
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Identification of pathogen causing root rot nematode disease in
Curcuma wenyujin plants grown in Hainan

LI Qianying',JIN Zixue*, NI Chunhui', YANG Shuai', LU Yang', CAI Huihui', XU Chunling', XIE Hui'

1.College of Plant Protection ,South China Agricultural University , Guangzhou 510642, China;
2.Hainan Yuanyuan Agricultural Science and Technology Co., Ltd. ,Haikou 570100, China

Abstract Symptoms of wilting and root rot were observed in Curcuma wenyujin plants grown in
Hainan fields. A root-lesion nematode , Pratylenchus sp., was detected in the rhizosphere soil of diseased
plants. A combined method of morphological and molecular biology was used to identify root-lesion nema-
todes in the rhizosphere of C. wenyujin to determine the type of nematodes and whether it is the pathogen
causing wilting and root rot of C. wenyujin plants.Based on a systematic investigation of the incidence of
diseases in the field, the pathogenicity of this nematode to C. wenyujin was confirmed with greenhouse pot-
ted inoculation according to Koch’s postulates. The results showed that the nematode was Pratylenchus cof-
feae It infected the root tissue of C. wenyujin , completed its life cycle and reproduced extensively during the
growth and development of root tissue, causing the browning , necrosis, or rotting of roots and rhizomes, ac-
companied by the stunting, yellowing, and wilting of plants, leading to the significant decrease in the yield
and quality of root and stem.It is indicated that Pratylenchus coffeae is the pathogen of root rot nematode
disease in C. wenyujin. This disease is a new disease that can occur throughout the entire growth period of
C. wenyujin , and is severe in fields with continuous cropping.

Keywords  Curcuma wenyujin; root rot nematode disease; Pratylenchus coffeae; identification of

type ; pathogenicity
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